Key indicators: single-crystal X-ray study; T = 294 K; mean (C-C) = 0.002 Å; R factor = 0.038; wR factor = 0.100; data-to-parameter ratio = 11.1. . In the crystal, two different centrosymmetric N-HÁ Á ÁO hydrogen-bond interactions are observed; these are described as R 2 2 (8) and R 2 4 (8) in graph-set notation. The rings form an alternating sequence, linking the molecules into a sheet structure parallel to (011). (1971, 1974).
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Related literature
For self-assembled monolayers of alkyl carbamate and alkyl dicarbamate, see: Kim et al. (2003) ; Kim et al. (2005a,b) . For the synthesis of the title compound, see: Takeuchi et al. (1971 Takeuchi et al. ( , 1974 .
Experimental
Crystal data Table 1 Hydrogen-bond geometry (Å , ). (Kim et al., 2003 (Kim et al., , 2005a . For further study of the self-assembled activities of dicarbamates, herein, we report the synthesis and structure of a phenyl dicarbamate, 1,4-phenylenebis(methylene) dicarbamate (I) (Fig. 1) . In ( 
The title compound was synthesized by transesterification of ethyl carbamate with 1,4-phenylenedimethanol (Takeuchi et al. 1971 (Takeuchi et al. , 1974 as followed: A solution of 8.9 g (100 mmol) ethyl carbamate and 1.38 g (10 mmol) 1,4-phenylenedimethanol in 25 ml of toluene was heated to reflux in the presence of catalytic amount of zinc chloride for 10 h. After cooling to room temperature, the solvent was evaporated under vacuum. The residue was subjected to flash chromatography and the title compound was obtained as colorless crystal. (1.34 g, Yield: 60%; m.p. 484-486 K). Crystals suitable for single-crystal X-ray analysis were grown by slow evaporation of a DMF solution.
Refinement
H atoms were placed in calculated positions [C-H = 0.93-0.97 Å] and allowed to ride on the parent atoms, with U iso values constrained to be 1.2U eq of the parent atom. The bond length of N1-H1A is 0.88 (2) Å and the bond length of N1 -H1B is 0.93 (2) Å.
Computing details
Data collection: SMART (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT (Bruker, 2007;  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: Mercury (Macrae et al., 2008) ; software used to prepare material for publication:
Mercury (Macrae et al., 2008 and SHELXL97 (Sheldrick, 2008 
Figure 1
The structure of the title compound. Displacement ellipsoids are drawn at the 30% probability level. ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

